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DOUBLE MATCH TRIANGULATOR IS …

•An autosomal DNA analysis tool

•A semi-finalist in the RootsTech 2017 Innovator Showdown

•Conceptualized and developed by me starting Summer 2016

•Written in Delphi, which is essentially object extended Pascal

•A Windows program that reads FamilyTreeDNA CBR files

•Creating an Excel output file to help analyze the DNA 



CHROMOSOME BROWSER RESULTS FILE (CBR)



DESIRED EXCEL OUTPUT



INPUT CHALLENGES

•Handle input file problems

•Merged by name

• Non ASCII characters get mangled

•Merge the input from 2 large files quickly

1. Load data first

2. Sequential compare

3. Sort results after



USER INTERFACE CHALLENGES

•KISS

•One window

• Input of:

• Two files

• File + Directory

•Messages & Log File

•Help File



EXCEL OUTPUT CHALLENGES

•Excel Automation is NOT well Documented in its Delphi form



EXCEL OUTPUT CHALLENGES (CONTINUED)

•Requires its own thread (or you’ll get non-response)

• Cannot cancel it if it fails

•Uses Variant Arrays

• Using variant arrays to fill 200,000 rows is slooooow. 

• Create CSV file takes 0.5 seconds. Create Excel file 100 seconds.

• Solution found:  Create CSV file and let Excel load it – 3 seconds.

•Requires Excel to be installed
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